
ANCESTRAL MAMMALIAN KARYOTYPE 
 
The availability of data on a large number of mammalian species that have been sequenced 
has allowed the computational reconstruction of the ancestral karyotype of mammals (Damas 
et al., PNAS 20221). The hypothetical mammalian ancestor is supposed to have had 19 pairs of 
chromosomes. Some syntenic regions were very large, as large as an entire chromosome. 
These data suggest that the synteny conservation was subject to a strong evolutionary 
constraint that lasted for over 300 million years. 
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